ABSTRACT The uncultured NS5 marine group represents one of the most ubiquitous flavobacterial bacterioplankton associated with marine blooms in the pelagic ocean. Here, we present a single-cell genome sampled from coastal waters in the Red Sea that represents the first high-quality draft genome sequence within the NS5 lineage.
endo-␤-glucanases (GH16 and GH74), ␣-fucosidases (GH29 and GH95), ␣-amylases (GH13), glucosidases (GH3 and GH63), and mannan endo-␣-1,2-mannosidase (GH99), indicating the capacity to degrade marine polysaccharides. However, no putative proteorhodopsin-encoding genes were detected, as is the case in some flavobacteria (17) . This genome provides a suitable genetic resource for study of the transcriptional landscape of microbial biopolymer degradation in the pelagic sea. Accession number(s). This whole-genome shotgun project has been deposited in GenBank under accession number QFDA00000000. The version described here is QFDA01000000.
